SEQUENCE LISTING 



<110> Walston, Timothy 
Cooper, Scott 
Revzaie, Alireza 

<120> ANTITHROMBIN H-HELIX MUTANTS 

<130> 7869.10USU1 

<140> 
<141> 

<150> 60/195,872 
<151> 2000-04-07 

<160> 16 

P <170> Patentln Ver. 2.1 

|3 <210> 1 

|y <211> 33 

IB <212> DNA 

iH <213> Homo sapiens 

*s 

ry <4oo> i 

a 



ccagaggtgc tgcggaagtg gctggatgaa ttg 33 



<210> 2 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 2 

gagtggctga aaaaattgaa gaagatgatg ctggtggttc ac 42 



<210> 3 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gagtggctgg ctgcattggc ggcgatgatg ctggtggttc ac 42 



<210> 4 



1 



<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gaattggagg agaggatgct ggtggttcac 30 



<210> 5 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gctgttgtga ttasattccg ttcggcaaga cccaacaggg tgact 45 



<210> 6 

<211> 1395 

<212> DNA 

<213> Homo sapiens 



<400> 6 

atgtattcca atgtgatagg aactgtaacc tctggaaaaa ggaaggttta tcttttgtcc 60 
ttgctgctca ttggcttctg ggactgcgtg acctgtcacg ggagccctgt ggacatctgc 120 
acagccaagc cgcgggacat tcccatgaat cccatgtgca tttaccgctc cccggagaag 180 
aaggcaactg aggatgaggg ctcagaacag aagatcccgg aggccaccaa ccggcgtgtc 240 
tgggaactgt ccaaggccaa ttcccgcttt gctaccactt tctatcagca cctggcagat 300 
tccaagaatg acaatgataa cattttcctg tcacccctga gtatctccac ggcttttgct 360 
atgaccaagc tgggtgcctg taatgacacc ctccagcaac tgatggaggt atttaagttt 420 
gacaccatat ctgagaaaac atctgatcag atccacttct tctttgccaa actgaactgc 480 
cgactctatc gaaaagccaa caaatcctcc aagttagtat cagccaatcg cctttttgga 540 
gacaaatccc ttaccttcaa tgagacctac caggacatca gtgagttggt atatggagcc 600 
aagctccagc ccctggactt caaggaaaat gcagagcaat ccagagcggc catcaacaaa 660 
tgggtgtcca ataagaccga aggccgaatc accgatgtca ttccctcgga agccatcaat 720 
gagctcactg ttctggtgct ggttaacacc atttacttca agggcctgtg gaagtcaaag 780 
ttcagccctg agaacacaag gaaggaactg ttctacaagg ctgatggaga gtcgtgttca 840 
gcatctatga tgtaccagga aggcaagttc cgttatcggc gcgtggctga aggcacccag 900 
gtgcttgagt tgcccttcaa aggtgatgac atcaccatgg tcctcatctt gcccaagcct 960 
gagaagagcc tggccaaggt ggagaaggaa ctcaccccag aggtgctgca ggagtggctg 1020 
gatgaattgg aggagatgat gctggtggtc cacatgcccc gcttccgcat tgaggacggc 1080 
ttcagtttga aggagcagct gcaagacatg ggccttgtcg atctgttcag ccctgaaaag 1140 
tccaaactcc caggtattgt tgcagaaggc cgagatgacc tctatgtctc agatgcattc 1200 
cataaggcat ttcttgaggt aaatgaagaa ggcagtgaag cagctgcaag taccgctgtt 1260 
gtgattgctg gccgttcgct aaaccccaac agggtgactt tcaaggccaa caggcctttc 1320 
ctggttttta taagagaagt tcctctgaac actattatct tcatgggcag agtagccaac 1380 
ccttgtgtta agtaa 1395 



<210> 7 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Leu Arg Lys Trp Leu Lys Met Phe Lys Lys Arg 
15 10 



<210> 8 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Leu Gin Glu Trp Leu Asp Glu Leu Glu Glu Met 
15 10 

□ 

t s : 

ru 

m 
m 
*e 

m 

E <400> 9 

p Leu Arg Lys Trp Leu Asp Glu Leu Glu Glu Met 



in 

III 



<210> 9 
<211> 11 
<212> PRT 

<213> Homo sapiens 



15 10 



<210> 10 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Leu Gin Glu Trp Leu Lys Lys Leu Lys Lys Met 
15 10 



<210> 11 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Leu Gin Glu Trp Leu Asn Gin Leu Gin Gin Met 



3 



1 5 10 



<210> 12 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Leu Gin Glu Trp Leu Asp Glu Leu Glu Glu Arg 
15 10 



m 
m 



h 



<210> 13 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Phe Thr Phe Arg Ser Ala Arg Leu 
1 5 



<210> 14 
<211> 8 
<212> PRT 

<213> Homo sapiens 



Jr <400> 14 

Q lie Ala Gly Arg Ser Leu Asn Pro 

1 5 



<210> 15 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 15 

lie Thr Phe Arg Ser Ala Arg Pro 
1 5 



<210> 16 
<211> 8 
<212> PRT 

<213> Homo sapiens 



4 



<400> 16 

lie Arg Phe Arg Ser Ala Arg Pro 
1 5 
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O 
□ 

ill 
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5 



